
3,703 non-redundant Y2H ISTs

 YES
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More than one Y2H IST for the Y2H interaction?
 

Positive in the Y2H retest? 

YES

Collapse Y2H ISTs
-giving rise to the same DB-X/AD-Y

-polymorphic and splice variants with same Entrez gene ID
-found in both configurations (DB-X/AD-Y and DB-Y/AD-X) 

DB-X corresponds to a strong auto-activator?

Nonsense mutation or frameshift found in all Y2H ISTs of the Y2H interaction?

Y2H ISTs (10,597)
DB-X/AD-Y

12,251 Positive
Colonies

DB PCR
96% success

AD PCR
96% success

DB sequencing
96% success

AD sequencing
96% success

PHRED score analysis

BLASTN against hORFeome v1.1
 E value <1x10 -20

DB ISTs (11,210)

DB-X
sequences

AD ISTs (11,194)

AD-Y
sequences

or

or

   2,754 Y2H 

interactions

 NO Not considered

Supplementary Figure 1a


