True Positive Rate

—a—all attributes
—=—no funct, prot class
—e—no0 phenotype
no funct, pheno, prot class
—4—no 2hop SL-containing
no 2hops
no localization
—e—experimentally validated predictions

—s=—random

0.4

False Positive Rate

0.6

0.005 0.01 0.015




