1069+ 1407-

e

phenotype
624+ 641-

S

7/
s
/

!

467+556-

445+ Top-

b

C: nucleus

B |y

3

—

4

/
/

5

hSS

S

p

3808+ 688997-
hP-S hPS
2551+ 30013- 1317+ 658984- \
IhHS C: golgi &K
1482+ 28606- 295+ 6763 1022+ 652221-
phenofype h8X homology <e-6
B | o1 0 il 00+ B0
. !
hSX phenotype phenotype localization ,
AR T R s . | \2TY

BT

A

AN
function .
385+ 6387- @ 423+15807-

2

function
100+ 22005-

@ B+ 2108L

ol



