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PATL1_T194

AKT1S1_S203

GRB10_S474

TBC1D5_S561

TBC1D4_T642

RANBP2_T1396

SART1_S448

ITPKB_S43

TRIM33_S1119

RALY_S2

SLC9A1_S703

METTL1_S27

C10orf47_S212

RREB1_S1167

ANXA2_S40

C19orf21_S400

TBC1D4_S754

RAB7A_S72

TRIM24_S1042

NDRG3_S331

PRKD2_S198

PALM2−AKAP2_S979

CASC5_S60

PHACTR4_S600

ZFC3H1_S352

NCBP1_S22

NEK9_T333

RAB3GAP1_S664

TNS3_S1149

MLLT4_S1718

AHNAK_S5110

IRS1_S636

RPS6_S236

HDGFRP2_S454

MLPH_S337

CDC42EP4_S174

MAPK1_Y187

MAPK3_Y204

SSFA2_S270

FILIP1L_S791

MYO1C_S6

EGFR_Y1172

SENP2_S333

WRNIP1_S75

STX12_S139

SPTBN1_T2328

PPFIA1_T1159

ZMYND8_S445

ADAM17_T735

MACF1_S1376

AHNAK_S2397

SPECC1L_S832

LARP1_T299

C10orf47_S215

STMN1_S25

PFKFB2_S483

FAM122A_S62

AHNAK_S135

FAM21A_S288

AHNAK_S3426

NUP153_S614

PDCD4_S457

SHC1_Y428

KANK2_S548

CABLES1_T415

OXR1_S201

LAD1_S38

ZC3H11A_S758

TPR_S2155

C10orf47_S43

CD97_S831

AHNAK_T4100

PHLDB2_S216

SHROOM3_S676

ARHGAP5_S1124

PPP1R12A_S507

RPS6KA3_T577

ACACA_S60

DDI2_S194

ARHGEF12_T703

BOD1L1_S1077

MAPK3_T202

KIF4A_S801

EGFR_Y1197

DAP_S2

FASN_T2204

C19orf21_S471

PDCD4_S76

ANXA2_Y42

RPS6_S240

NDRG1_S332

FOXK1_S445

NAA30_S190

EPHA2_S897

FAM21A_S352

ANK3_S1444

PHACTR4_T442
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RTKN_S108
S100A11_S5
STX12_S142
PI4KA_S172
GTSE1_S186
CAST_S230
CAMSAP3_S361
RAPH1_S610
DAP_S3
TRIM47_S588
ADD1_S12
CRTC2_S433
STAT3_S727
ZFP36L1_S54
WRNIP1_T116
MATR3_S188
PALM2−AKAP2_S383
PRRC2A_S1004
PLEKHM1_S435
TOP2B_S1524_S1522
SMG7_S735
CLASP2_S1113
DOCK7_S180
PHLDB1_S1017
NEDD4L_S448
MAP2K2_T394
SFSWAP_S909
DOCK1_S1704
LARP1_T572
PIK3C2A_S259
AHNAK_S511
TNKS1BP1_S1029
FAM122B_S134
EHBP1L1_S310
DOCK7_S1352
AKAP11_S448
GIT1_S605
ZFR_S1054
DENND4C_S1042
CAPZB_S2
SRRM2_S2272
SH3KBP1_S230
KIF16B_S662
CDCA5_S75
DOCK7_S2098
PLEC_S4276
ACIN1_S561
AHNAK_S5763
CARHSP1_S52
PFKFB2_S466
AHNAK_S5762
RBM14_S618
PBXIP1_S43
PTPRA_Y798
SEPT7_T426
UBR5_S1549
RAPGEF6_S1144
ZNF295_S435
SYNRG_S1075
TNS3_S1154
TCF3_S379
RANBP2_S955
RPTOR_S863
EIF4G1_S1238
MTMR6_S556
TNKS1BP1_S691
MPRIP_S619
ECE2_S3
KIAA0284_S1179
TFE3_S556
TBC1D10A_S416
KPNA2_S54
CHAMP1_T458
MAP1B_S1797
ZNF185_S64
GIGYF2_S593
TERF1_S11
CHAMP1_S459
EDC3_S131
TOX4_T175
KPNA1_T3
AHNAK_S210
C2orf44_S468
PRRC2B_S226
WNK1_S2292
TBC1D4_S666
DBNL_S292
FLNA_S2152
C1orf52_S158
TRA2A_S2
DIP2B_S100
RAD23B_S160
BPTF_S1174
PROM2_S818
COBLL1_S256
RAI14_S361
CIT_S2035
GIT1_S601
ITGB4_S1494
ZNF185_S466
GAB1_S419
AKT1_S122
RRN3_S44
RTKN_S219
GRB10_S476
CMIP_S377
FAM122A_S147
GIGYF2_T25
METTL22_S132
TRIP12_S312
SIPA1L1_S1565
WIZ_S289
FAM129B_S691
DIDO1_S1456
FAM122B_S138
MLL2_S2274
TP53BP1_S1435
GRB7_S391
GRB10_S428
ADD1_T11
TSC22D3_S42
IKBKAP_S471
SEMA4B_S830
C2orf44_S690
DYNC1H1_S4368
MTMR6_S561
LAD1_S356
RGS3_T941
PCBP1_S264
ACLY_S455
POLA1_S186
CTNNB1_T551
KIDINS220_S894
PRKCD_S304
FAM129B_S696
CAMSAP1_S1080
UBAP1_S210
AKAP1_S151
HMGXB4_S197
FAM134C_T10
SEC16A_S1964
RAVER1_T480
SH3BP1_T548
NUP98_S623
NDRG1_T366
PANK2_S169
CDK13_T1058
NUP153_S516
EGFR_T693
GIGYF2_S30_S26
SYTL4_S289
TNFRSF21_S541
FHOD1_S498
NDRG1_T328
SVIL_S547
PPP1R13L_S358
KCTD12_S187
ULK1_S623
CLASP1_S738
ARHGEF7_T704
IQGAP1_S330
PPL_S1657
SLC38A1_S52
PDAP1_S178
SMTN_S395
RPS10_S146
SHROOM1_S344
SPEN_S1278
SCYL2_S677
EPPK1_S2716
ATRX_S1352
ARFGAP2_S432
PPP1R12A_S445
PCDH7_S989
AHNAK_S5832
AHNAK_S3360
PTPN21_S637
MKI67_S2002
CAMLG_S55
MAP7D3_S185
ITPR1_S1598
LIMA1_S699
ARHGAP29_S930
PHIP_S911
PTPN3_S359
ADAM17_S808
EMD_S8
VAPB_T150
WIPF2_S385
PEA15_S104
MKI67_T1193
EMD_S171
MECP2_S228
SH2D4A_S261
PHLDB1_S430
CLIP2_S973
HNRNPM_S618
KIF23_S798
HSP90AB1_S445
SLU7_S215
DST_S1056
LRRFIP1_S768
KIF20A_S532
CBX3_S95
SLTM_S1014
PPP1R16A_S353
PTPN14_S594
FRMD8_S439
PPFIA1_S668
CTNNB1_S552
GALNT7_S103
PSME2_S10
TRIM28_S471
PTS_S19
KIF23_S160
FRYL_S1957
KIF23_S867
MAP3K2_S153
GRAMD3_S267
CTAGE5_S635
TRIM28_S501
ATP11B_S1145
TRIP10_S426
ARMC10_S45
ACACA_S117
DENND4C_S948
EPB41L1_S510
UFD1L_S299
SLC33A1_S2
CDK16_S227
MYO18A_S2020
PDHA1_S338
TRIM28_S26
PHACTR4_S128
TNIK_S678
UBAP2L_S609
RPS27_S11
PLD1_S629
MADD_S813
PDE8A_S386
CLASP2_S741
AKR1B1_S3
MPRIP_S1016
CDKN1B_S10
MYO18A_S1974
AHNAK_S5752
TNIK_S707
PTPN14_S463
ARHGAP21_S1861
CHEK2_T421
KIAA1217_S1461
CHEK2_S422
CHEK2_S303
AHNAK_S3412
ARHGEF12_S41
KIAA1522_S220
ZNF295_S411
BNIP3L_S65
LRRFIP1_S120
NF2_S13
AIFM1_S268
PNN_S66
ABLIM3_S504
ILK_T181
BAD_S118
TNKS1BP1_S893
TNKS1BP1_S429
RIPK1_S320
FAM54B_S238
NDRG2_T330
PHLDB2_S387
ROCK2_S1374
KHDRBS1_S20
C14orf43_S461
EIF3A_S882
ACIN1_S710
PHACTR2_S533
TOP2B_S1521
PTPN11_S591
CTNNB1_T556
ZC3H13_S242
PHLDB1_S583
TNKS1BP1_S1666
PHACTR4_S638
RNF25_S450
SMPD4_S792
ARHGEF16_S6
CAMKK2_S100
CUL4A_S10
RAB11FIP1_S435
SH2D4A_S315
EPS8_S685
CTNND1_S352
MKI67_S1679
ARHGEF11_S2
FLNC_S2233
NUMA1_S1969
DDX20_S500
ARHGEF2_S886
CD44_S697
PANK2_S189
OSBPL11_S174
SHC1_S139
MYO9B_S1354
PALM2−AKAP2_S951
PPP2R5D_S573
MORC2_S681
AHNAK_T4564
SVIL_T657
RICTOR_S1302
PUM1_S709
SCRIB_S1378
OSBPL11_S189
CDK17_S180
PXN_S258
SH3GL1_S288
ARHGEF16_S107
MYO10_S1883
CAD_S1406
ZC3HC1_S407
DAG1_T790
PACS2_S416
AHNAK_T158
TMEM230_S87
MAPK14_Y182
RAB11FIP5_S361
FAM122B_S50
STK10_T952
PHACTR2_S571
PRRC2B_S388
EIF3A_S881
NUFIP2_S230
FAM83H_S1003
NCK1_S85
MOB1A_T35
DENND4C_S1089
ATG16L1_S287
SCRIB_S1285
SEC22B_T140
EHBP1L1_S1273
C10orf47_S31
FAM54B_S103
PPP1R7_S27
DLG5_S1666
TNS3_S776
SYTL2_S345
FAM63A_S489
LSR_S493
PYGO2_T302
SLC35B2_S427
PUM2_S136
ZNF217_S407
STOML2_T327
C10orf47_S179
RPL23A_T42
PCGF1_S3
BUD13_T159
ANKHD1−E_S2556
GAPVD1_S929
PHF16_S386
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JPH1_S216
DYNC1LI1_S510
UBAP2L_S454
FAM129B_S681
BRD2_S301
IMPDH1_T6
SAMD1_S161
SCRIB_S853
BAZ1A_S1413
RIF1_S2161
THOC1_S2
ZYX_S281
LIG3_S242
CENPC1_T130
IRF2BP2_S360
SMARCC1_S330
IGF2BP2_S162
MED1_T1051
HDAC2_S488
GTF3C2_S893
FCHO2_S488
ILKAP_S13
RPAP1_S72
EHBP1L1_T284
ZDHHC5_S621
LRCH4_S457
CDK16_S217
ZC3H13_S381
SLC1A5_S9
RRBP1_S844
BAZ1B_S1468
SAAL1_S6
PI4K2A_S44
SRRM2_T2583
SNW1_S232
ZBTB7A_S525
SRRM1_T406_S402
EIF2A_S530
RBM33_S765
KIAA1704_S105
TOM1L1_S323
ASPSCR1_S500
G3BP2_T227
FLNA_S2414
BIN1_S298
TRIOBP_S1955
EPHA2_S901
ZYX_S267
SUDS3_S237
NUCKS1_S214
HNRNPA1_S4
KIAA1522_S604
PHC3_T621
EPS15L1_S229
PAK1_S204
C9orf86_T600
ZNF644_S1189
C11orf2_S18
FAM178A_S68
CCDC94_S213
TLE3_S286
PPP1R13L_S567
KIAA0284_S1516
BAZ2A_S1397
SMARCA4_S1486
POR_S65
NUP188_S1709
AEBP2_S24
PHLDB1_S404
FCHO2_S387
EXOC4_T237
ZDHHC8_S741
LARP4_S583
BAG3_T285
ZYX_S344
SCAMP1_S2
PRRC2A_T610
ZNF592_S691
PRRC2A_T1353
AIM1_S123
ZC3H4_T1106
BAIAP2L1_S414
KIAA0284_S1510
BIN1_S331
FAM83H_S647
ITSN2_S887
ZMYM2_S838
FAM40B_S318
ABL1_S588
SMC4_S28
UBR4_S620
GIGYF1_S24
ZC3H4_S1108
KIAA1522_S732
RRM2_S80
AAK1_T389
C9orf142_S152
COBLL1_T260
MAP7_S395
MAP7_S223
ITGB4_S1474
CGN_S137
SENP3_S188
TLE3_T334
CAMSAP3_S395
TLE3_T328
DYNC1LI1_S516
HDAC7_S526
SRSF6_S303
JMJD1C_T505
CCDC6_S244
REEP4_S152
TOM1_S463
IRS1_S3
EIF4EBP1_T46
TTK_S436
SIPA1L1_S1549
PHF3_S283
MKL1_T447
TMPO_T160
ANKRD17_S2047
FHOD1_S523
C1orf116_T456
ARHGEF18_S1124
TOP2B_S1419
SLC38A10_S802
BAG3_S377
ARHGEF35_S445
AKAP13_S2713
ETV3_S159
PPP1R13L_S357
RAI14_S284
TMEM55B_S169
DHCR7_S14
PTPN12_S517
ZMYND8_S776
ATF7_T112
BAG6_S964
ARHGAP17_S676
SCAF1_S500
MAP7D1_S460
MED15_T603
MAP4_S358
AIM1_S132
SVIL_S270
TMPO_T74
ZNF444_S232
SRRM2_S2449
SCRIB_T1342
MED1_T1215
BAG6_S113
BLOC1S3_T63
PPP1R14B_S32
NSUN2_S751_S743
EIF4ENIF1_S587
PGRMC1_S57
MAP7D1_S399
RBM15B_S109
FLNA_S2327
MEF2A_S255
SEC16A_S331
HSF1_S363
MYBBP1A_S11
CTTNBP2NL_S568
FAM21A_T331
OTUD5_S64
SIK3_S673
JUN_S63
TBC1D10B_S687
CHD8_S2046
RSBN1L_S6
PTPN1_S50
TBC1D9B_S435
MAP1B_S2211
GAS2L1_S306
ARHGEF2_S151
CAP1_S308
ARHGEF2_S174
CASC4_S332
MARCKS_S145
ESYT1_S830
IFI16_S153
SEC16A_S122
DCAF5_S794
PRRC2A_S808
TP53BP1_S385
G3BP1_S232
PRR11_S40
ZNF768_S83
SEC16A_S2083
NUMA1_S1757
GATAD2B_S135
PRRC2A_S1219
ANKIB1_S737
EPS15L1_S255
ZFP91_S82
SNTB2_S95
CHAMP1_S436
WHSC2_S374
IRF2BP1_S453
ZNF318_S136
L3MBTL2_T66
MAP4_S636
ICAM1_T521
PRRC2C_S2105
TP53I11_T16
SPIRE1_S508
ERBB2_T1166
RAB11FIP1_T154
ZKSCAN1_S208
PDE4D_S59
CSDA_S204
MDC1_S168
EPRS_S882
KTN1_T153
FBXL20_T417
PNPLA6_S362
FNDC3B_S208
FAM134C_S260
POM121C_S170
PRRC2A_T782
ERBB2IP_S1179
SRRM2_T384
TJP2_S1010
UBXN1_S200
TMX1_S270
PRRC2C_S878
CDC42EP1_S101
NUP210_T1844
WIPF2_S235
DCP1A_S319
ATAT1_S303
SRRM1_S260
CAP1_T307
MYBBP1A_S1267
BAZ1B_S349
C11orf84_S308
KIAA0195_S445
CHD3_S772
SCNM1_S183
PPP1R35_S52
SRRM1_T614
KIAA1429_S133
PRRC2A_S1147
KIAA1429_S138
ZC3H4_S1114
WIZ_S294
PNKP_T118
SYMPK_S1171
AKT1S1_T90
LAMTOR1_S27
CHAMP1_S214
ARHGAP17_S575
BRD8_T264
SENP3_S169
CDK12_S685
EDC4_S723
SLC9A1_S785
COBRA1_S557
TBC1D10B_T148
SIPA1L1_S162
ETV6_T18
ABI1_S200
RTN4_S15
YTHDC2_S1223
NUP88_S35
SRRM2_S1012
EIF4EBP1_T70
NFX1_S50
CLK3_S157
HIST1H1C_S2
C8orf33_T19
HMHA1_S23
TBC1D10B_S678
ZFC3H1_S1304
MEF2D_S180
YEATS2_S465
AMOTL2_S236
STIM1_S512
ANKRD17_S2401
MEF2D_S251
CD2AP_S458
PAK2_S197
PML_S505
TMEM132A_S530
DPYSL3_S636
FLNA_S2128
ARHGEF2_S122
ARHGEF2_S177
PGRMC1_S54
SRRM2_S1188
ZDHHC14_S455
CGN_S155
SAV1_S94
TAGLN2_S163
PXN_Y88
ARHGEF2_S121
PXN_Y118
PXN_S119
ESYT2_T725
TMPO_T208
LEMD3_S144
MDC1_S793
TMEM245_S16
UBAP2L_S453
GPHN_S194
MKI67_S584
ITPR3_S2670
LEMD2_S5
OSBPL8_S314
CDK12_T692
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XPO4_S521

RBL1_T385

MYO6_S267

ZNF185_S206

TTC33_S197

LLGL2_T963

STK39_T354

NF1_S2543

HSP90AA1_S353

MPRIP_S360

CDC42BPG_S1482

COMT_S131

C1orf226_S266

RNPEP_S7

ZC3H13_S77

TBC1D10B_S661

PPP1R13B_S709

DDX54_S782

PKP3_S238

LSR_S646

VRK3_S59

EPB41_T710

MEPCE_S254

BAIAP2_S366

ATAD2_S327

CTNND1_S230

MAP7_S231

CDK18_S14

LIG3_S913

TCOF1_S156

NCL_S67

LSR_S530

MLPH_T313

REPS2_S254

ZNF185_T158

FAM126A_S321

YIF1B_T13

C20orf151_S196

DDX21_S71

ZRSR2_S349

TJP3_S183

NUF2_S247

RGL2_S409

ALDOA_S100

TMEM51_S192

PKP3_S314

EML4_S200

ANLN_T294

MAP7_S224

ADAM17_S791

PRPF40B_S832

RRM2_T93

SCEL_S389

SMARCA1_T118

SEPT9_S30

DKC1_T497

TOP2A_S1213

SPTBN2_T2354

BABAM1_S8

AMPD2_T117

FAM125A_S170

R3HDM1_T974

PTPN12_S449

TPD52_S176

MKI67_S1861

SEPT9_S89

TJP3_S624

WDR20_S496

AHNAK_S3362

CLDN9_S201

POLDIP3_S127

BRD3_S263

MET_T995

SCEL_S91

C19orf21_S394

TANC1_S67

HNRNPA3_S14

CCP110_S372

MELK_S529

ZDHHC8_S606

RB1_T373

DDX24_S295

BIN1_S303

SEPT9_T142

PCDH1_S949

MARK3_S469

TMEM245_S12

LIG3_S210

MTA1_S576

HMGA1_T53

HSPB1_S176

FAM13A_S856

RAB3IL1_S179

KIF21A_S1239

IRF2BPL_S662

LRWD1_S335

NCAPD2_T1339

LMNB1_S23

CHTF18_S871

RBL1_T369

MAP3K11_S507

LAD1_S272

PKP3_S95

TERF2_S323

CSNK1D_S382

ARHGEF16_T189

SEPT9_T49

MYBBP1A_T1161

SYTL1_S216

CEP192_S2110

RPL26_S32

KLC4_S608

CDC20_S41

FAM83H_S516

SF1_S214

RB1_S249

SCRIB_T475

RB1_T823

XRCC1_S241

PRPF40B_S764

TRIP11_S464

C20orf151_S645

MYO18A_S74

PAK6_S616

SCEL_S312

CTNND1_T201

PLEC_S1325

BAIAP2L1_S331

C9orf142_S148

TP53_S315

AGAP1_T836

ARFGEF1_S1569

ORC2_T226

MYSM1_S110

PKP2_S329

HIST1H1B_S18

CDK18_S117

DSP_S22

LIMA1_S370

CASKIN2_S403

EPB41L1_S546

SCRN2_T52

AIM1_S81

UNG_T60

RB1_T826

HMGA1_S44

PPAN−P2RY11_S359

LASP1_T104

FAM176A_S114

KIAA1462_S1281

PHLDA2_S42

KIF13B_S1391

FAM83H_S523

DDX21_S53

DDX21_S89

HMGA1_T42

CTNND1_S252

C19orf21_S397

GMPS_T318

PPP1R13L_S395

NOP2_S819

STIM1_S575

MAP3K11_S524

ARHGEF16_S191

FAM83G_S760

MAP1B_S1376

PPFIA1_S1172

FLYWCH2_S21

UNG_S23

TCOF1_T914

ATXN2_S624

CDS2_S33

L3MBTL3_S608

TP53BP2_S487

ZNF609_S804

SH2D3A_S201

TRIM28_S17

PKP3_S180

AGFG1_T177

AMOTL1_S793

TANC1_S66

KIF13B_S1644
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